A. Hydra head regeneration. The figure shows hydra regenerating head at 3h, one day, two days and three days after midgastric section. Regeneration is complete by three days. B. Figure shows miRNA cluster in hydra at contig ABRM01025207.1 with two miRNA loci (hma-mir-new22 and hma-mir-new63) separated by 500bp. Predicted structure of pre-miRNA containing these two miRNAs is shown. Pre-miRNAs are shown in green. C. The figure shows genomic organization of miRNAs hma-mir-new66 and hma-mir-new11 that map to the same genomic region but display an antisense orientation to each other on the contig ABRM01070152.1.
Supplementary Figure 2:
The figure shows distribution of sense and antisense reads of putative piRNAs on histone transcripts. The figure also shows base residue preference for these reads showing a strong preference for "U" residue at the 5' end. Figure 3 : Correlation coefficient for miRNA expression in biological duplicates. Head regeneration experiment was performed twice and small RNA libraries made from both sets were subjected to deep sequencing. Number of reads obtained for each miRNA in the two sets were plotted to calculate correlation coefficient for each time point.
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